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REACTIVE_OXYGEN_SPECIES_PATHWAY
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UV_RESPONSE_UP
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MYOGENESIS
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KRAS_SIGNALING_DN

IL6_JAK_STAT3_SIGNALING

IL2_STAT5_SIGNALING

HYPOXIA

HEME_METABOLISM

HEDGEHOG_SIGNALING

ESTROGEN_RESPONSE_LATE

ESTROGEN_RESPONSE_EARLY

DNA_REPAIR

APICAL_SURFACE

APICAL_JUNCTION

ADIPOGENESIS
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